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The Octocorallia

Phylum Cnidaria

Class Anthozoa

50 tamilies, 355 genera, 3400 species

community of ~ 65 specialists, ~ 18 on deep water taxa




Distribution of museum records for the Octocorallia
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‘ USNM, Yale, Australian museum (13 622 records)




Distribution of museum records for the Octocorallia
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‘ USNM, Yale, Australian museum (13 622 records)
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many octocorals are deep

depth distribution of pennatulacean genera

data: Gary Williams

B Shallow-water taxa
(Maximum depth <400 m)

B Mid-depth range taxa
(Maximum depth 400-2000 m)

B Deep-water taxa
(Maximum depth >2000 m)




Depth distribution of sampling records for the Octocorallia

‘ MNHN InvMar

‘ USNM,YPM,AM
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a few of the ~60 contributors to the
identification of the MNHN specimens




taxonomic studies in the Octocorallia
hampered by plasticity, convergence...
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remarkable conservation of mitochondrial and
most “‘traditional” nuclear genetic markers

COI Coding msh1 Coding COI + igr1 + msh1
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McFadden et al. 2010



Chrysogorgia tricaulis et C. abludo

Pante & Watling 2012, JMBA




Congruence
between
morphology &
genetic variation
(nitochondrial gene

mtMutS)

NW Atlantic
morphospecies

Component 2 (23%)

Pante & Watling 2012, J]MBA
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Massive sequencing of nuclear loci to test the
utility of mitochondrial markers
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[E; « « {ATTAGCTAGCGGGATATTTCGCT GCTCGCCTGCAGGCTAGCGCTATAGATCCAAAGGCTAGGCAAT. . .

GCTAGCGGGATATTCCGCT GCTCGCCTGCA

GCTAGCGGGATATTTCGCT GCTCGCCTGCA

GCTAGCGGGATATTTCGCT GCTCGCCTGCA

GCTAGCGGTATATTTCGCT GCTCGCCTGCA

GCTAGCGGGATATTTCGCT GCTCGCCTGCA

GCTAGCGGGATATTTCGCT GCTCGCCTGCA

GCGAGCGGGATATTTCGCT GCTCGCCTGCA

GCTAGCGGCATATTTCGCT GCTCACCTGCA

GCTAGCGGGATATTTCGCT GCTCGCCTGCA

GCTAGCGGGATATTTCGCT GCTCGCCTGCA
TGCAGGCTAGCGCTATAGATCCAAAGGCTAGG
TGCAGGCTAGCGCTATAGATCCTAAGGCTAGG
TGCAGGCTAGCGCTATAGATCCAAAGGCTAGG

Hohenlohe et al, PLoS Genetics 2010



study material: TDSB

< Pétrie 0 All Terrasses & ExBoDi stations
[o®) ® Stations with Chrysogorgia
. 100-3000 m
SO
. ) 6756 U ¢
Y %\ _ Astrolabe Q}‘ :
lw
rey Durand 1 Matthew
Isle of @) 7o Durand 3 Island® g5
(3 Pines ] Hunter
= @ ' Munida ™ Island
slope™ @]
AntiQ‘Jr‘ia[@@Cryptothelia
IR E] L]
Jumeau W & Mont J

Pante et al. 2015
Journal of Biogeography




-DE0409221 Anthoptilum sp.
99.3

09611 Umbellula sp.

J
98517D2 Halipteris willemoesi
97.5 59911383

FEL808611 Funiculina sp.
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Pennatulacea
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.
100 TER1053 Calyptrophora sp. . f
- 9' NAS2071 Calypt ezt | PrimMNoidae
91LAD36 Calyptrophor si
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-PIC1072 Lepidisis msh1 B1b

[TER1051 Isidoi d
‘—Lm TER20516 Isidoides p [2]

Q342492 1 Dichotella gemmar
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1051 Keratoisis flexibilis ( IS I d Id ae)

Chrysogorgia

Keratoisidinae

Pante et al 2012, PLoS ONE

4 T
09 AL222301 Chrysogorgia sp.

AC1018 Chryéogofgia Sp.
14414 Chrysogorgia sp.

R1062 Chrysogorgia chryseis
IWA41739 Chrysogorgia sp.
OR220271 Chrysogorgia sp. [4]
42287 Chrysogorgia cf. stellata
TER130826 Chrysogorgia hap. 14
TER130828 Chrysogorgia hap. 9 [4]

TER2051 Chrysogorgia hap. 10
ORF443 Chrysogorgia sp.

TER5041 Chrysogorgia hap. 12 (planar) [2]
=-JC048531784 Chrysogorgia sp. (bottlebrush) [2]

1F—J2095264 Chrysogorgia sp.
001061 Chrysogorgia sp. [3]

UM1081/ FEL808621 Chl;ysogorgia sp.

1102452 Chrysogorgia monticola
AL118581 Chrysogorgia sp. [2]
TER120412 Chrysogorgia hap. 1

'I_NA82041 Chrysogorgia abludo [4].

| B

100=TER8063 Chrysogorgia hap. 3 [2]
1102450 Chrysogorgia pinnata [5]
AL2111 Chrysogorgia tricaulis [17]
EL4072 Chrysogorgia artospira [8]
C048401733 Chrysogorgia sp. (bottlebrush)

0.9 YMZ2011 Chrysogorgia averta [2]

TER7085 Chrysogorgia hap. 15
1| TER7081 Chrysogorgia hap. 7 [2]
TER12042 Chrysogorgia hap. 8 [2]
98i1Smi40411 Chrysogorgia sp.
TER11012 Chrysogorgia hap. 6
TER9032 Chrysogorgia hap. 4 [2]
—NORB8914 Chrysogorgia sp.
OL3012 Chrysogorgia sp.
AL222973 Chrysogorgia sp.
TER12041 Chrysogorgia hap. 13
TER1 3069 Chrysogorgla hap 2

4 o~~~

1INIWA43022 / TER8017 Chrysogorgia hap. 5



a. Mitochondrial, mtMutS
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used robust species delimitation to address questions on the
uniqueness of seamount fauna
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warm thanks to MNHN personnel,
collections, SSM, crew members for
they precious help and support since
20006!




it has 8 pinnate
tentacles!

Polyp: Les Watling . -

scared people: http://nexusfringe.wordpress.com/2010/01/07/calling-all-horror-sci-fi-fans/
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